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CrapTtoBOe ynpaBJ/ieHMe pUcCKaMM pa3BUTUSA
PE3UCTEHTHOCTHU Y KJII0UeBbIX NaTOreHHbIX
6aKTepuM K aHTMGaKTepHa/ibHbIM
npenaparam B NTULLEBOACTBE

0.A. lTony6unkoea, CeetrnaHa ne6oeHa [lopocheeBa
K BUK

AHHOmMAUWUA: 3a MHozue 200bl WUpoKoe U 6eCKOHMpPOJIbHOEe NpUMeHeHUe aHmMUuMUKpobHbix npenapamolB (AMI1)
6 nmuueBodcmBe npuBeno K yBenudeHuro KoaudecmBa uimammoB namoeeHoB, eeHemuuecku ycmouuuboix K
onpedeneHHviM AMII. [Toamomy, umobol 3¢ppekmuBHo npoBodume nedebHo-NpoguUaaKmuYeckue Meponpusmus
npomuB Haubosee pacnpocMpaHeHHvIX UHGeKUUl, HeobXxodum NOCMOSHHBIU MOHUMOPUHE KAK pacnpocmpaHeH-
Hocmu namoeeHoB Ha nmuuegabpukax u 8 pezuoHax, mak u ux yy6cmBumenovHocmu K AMI. Llenvto uccnedoBarus
A6NANACL OUEHKA pacnpoCmpaHeHHOCMU namozeHoB cpedu ubinnsm-6potinepo6 Ha nmuuegabpukax 4 peeuo-
HOB P® (LlenmpanvHuviti, KOXHbil, Cubupckuil, Ypaneckuil), a makxe oueHka ux 4y6cmBumenvHocmu K 23 AMIT.
YcmaHoBneHvl Hekomopule pe2uoHAabHble pasiuvus N0 pacnpocmpaHeHHocmu namoezeHo8. 1o pesynomamam
aHanuza 656 uzonamoB om 06pas3uo6 nammamepuana us nmuuegabpuk 6cex 4 pecuoHoB ycmaHoB1eHo, Ymo
Haubosiee pacnpocmMpaHeHHvIMU namozeHamu 6potinepoB s6asiomcs E. coli - 31,7%, Staphylococcus spp. — 21,2%,
Enterococcus spp. — 19,5%, a makxe Streptococcus spp. — 10,5%; cpaBHumesibHo HeBvicoKd, HO Bce Xe cyuje-
cmBeHHa Bcmpevyaemocmob Pseudomonas aeruginosa — 4,4% u Mycoplasma synoviae — 4,3%. Npu aHanuse npo-
puns uy6cmBumenibHocmu u peaucmeHmHocmu Kk AMIT 6vin ycmaHoBneH psd AMI, Haubosnee akmuBHbix npomuB
OCHOBHbIX UdeHMUPUUUpoBaHHbIX NamoeeHoB, a makxe psd npenapamoB, K KOmopviM y HUX Bbipabomandaco
pe3ucmeHmHoOCmo; npu amom npenapam KonukBuHon® 6vin Haubonee akmuBeH npomuB Gcex Boluienepeyuc-
JIeHHbIX KJ1toueBbix namoeeHoB. [losyyeHHvlie daHHvie 0 UUPKYASUUU 3MUoi02udecku 3Ha4YuMbix namozeHoB u ux
uyBcmBumenvHocmu K AMI s6asiomcs cmapmoBoli cocmabnsiouieli 98 paspabomku pauuoHaabHOU cmpameauu
npumeHeHus AMI1 6 nmuueBodcm@Be u napanneavbHo2o cdep>XuBaHus puckoB pa3Bumus aHmMubuomuKopesu-
CMEHMHOCMU Yy 3MUX NamozeHoe.

KnroueBvie cnobBa: uvinnsma-6potinepvl, 6akmepuu, aHmubakmepuasvHole npenapamoi, aHMubUomMuKope3u-
CMeHMHOCMb 6akmeputi, MOHUMOPUHE, Pe2uoHbl.

Ans wumupoBanus: lony6uukoBa, O.A. CmapmoGBoe ynpaBaeHue puckamu pasGumus pe3ucmeHmHocmu
y KJItoueBbix namoeeHHvIx 6akmepuii K aHmubakmepuaivHoiM npenapamam 6 nmuueBodcmBe / O.A. [ony6-
uukoBa. C.I. Jopogpeeba // lNmuuebodcmBo. — 2023. — Nel2. - C. 00-00.

doi: 10.33845/0033-3239-2023-72-12-00-00

BBepgeHue. 3a MHOrue roabl
LWMPOKOEe U BECKOHTPOJIbHOE NpU-
MeHeHMe aHTUbaKTepuabHbIX npe-
naparoB B NTMLEBOACTBE NMPUBENO
K YBEJIMYEHMIO KONIMYeCTBa LUTaMMOB
naToreHoOB, YCTOMUMBLIX K onpeae-
NIeHHbIM AHTUMWKPOBHbLIM Mpenapa-
Tam (AMI). laHHas npo6nema siB-
naercs 0AHOM U3 BAXKHbIX Heyaau
NPUMeEHeHMs 3TUX NpenapaTtoB Npu
NeyeHUmn CenbCKOXO3AMCTBEHHOM
NTULUbl U MPUBOAUT K CEPbe3HbIM
3KOHOMMYECKMM MOTepsiM Ha npea-
NpUATUAX.

Cpean haktopoB, BAMSIOLWMNX
Ha BbI6op AMI1, ogHO 13 BeayLUMX
MeCT 3aHMMaeT YyBCTBUTENIbHOCTb
K HeMmy natoreHa [1]. PerynsipHbin
MOHMUTOPUHT Ha NpeaAnpUaTUM CO-
AeNCTByeT CBOeBpPeMEeHHOMY OOHa-
PY>KE€HMUIO OTKJIOHEHWI B 3TUOJOTU-
yecKkom CTpyKType Hambonee yacto
BCTpevaroLmxca 3aboneBaHuUm Nim-
Lbl M B Npodurie 4yBCTBUTENbHOCTH
MWKPOOPraHM3MOB K aHTUOBMOTMKAM.

B cBsi3n TemM, uTo CKOpPOCTb paspa-
60TKM HOBbIX AENCTBYIOLLMX BELLEeCTB
B coctaBe AMI1 B >)XKMBOTHOBO/CTBE

M NTULEBOACTBE OTCTaeT OT TeMMNOB
pocTa aHTUOBUOTUKOPE3UCTEHTHOCTHU
MH(pEKUMOHHbIX NaTOreHoB, Npu-
OpUTETHbIM HanpaBJieHUeM SIBNS-
eTcs pauMoHasibHoe N 060CHOBaH-
HOe NMPUMEHEHMeE y>Ke UMeoLLMXCS
Ha pbiHKe AMII.

C60p AaHHbIX MO YYBCTBUTENTbHO-
CTU MHAEKLIMOHHO 3HAUMMbIX 6aKTe-
pun K AMIT gaet BO3MOXHOCTb npa-
BUJIBHOTO W TPAMOTHOIO MPUHATUSA
peweHnsa Npu neyeHmn 6onesHen
M Croco6CTBYyeT KOHTPOJIIO pacnpo-
CTpaHeHMs Npo6eMHbIX BO36YAM-
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= Streptococcus spp
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= Avibacterium paragallinarum = Mycoplasmaiowae

Puc. 1. MNpoueHTHOe COOTHOLEeHWe GaKTepuit, BbiAeNIeHHbIX U3 NPo6 06pa3LoB
OT UbINNAT-6pOMIepoB, BbipalleHHbIX Ha NTMuedabpukax tOxxHoro pernoHa PP (n=100)
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Puc. 2. MNpoueHTHOe COOTHOLLEHWe GaKTepUit, BbleNIeHHbIX OT LblNAAT-6poiiepos,
BblpalleHHbIX Ha NTMLedabpukax LleHTpanbHoro pernoHa PP (n =363)
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8,3

19

M Salmonella infantis
M Staphylococcus spp
M Bordetella hinzii

H Riemerella an

Tenen. MOHUTOPUHT BaXKeH Kak Ans
Ka>kA0ro KOHKpPeTHOro npeanpus-
TMS, Tak U ANs BCeX MTULLEBOAYECKMX
W )KMBOTHOBOAYECKMX NpeanpUsiTun,
pPacnono>KeHHbIX B OAHOM reorpadum-
yeckomn 30He.

Martepuan u metogmukKa uc-
cnepoBaHMUM. 3a nepmosa C SHBaA-
ps 2022 r. no gekabpb 2023 r. 6bIN
npoeejeH C60p NaTonorMyecko-
ro marepuvana oT naBWMX LbINNAT-
6ponnepoB (MapeHXMMATO3HbIE
OopraHbl, roJI0BbI, TPaxeu, CycTaBbl

M Tpybuatble KOCTM) Ha NTnLecabpu-
Kax 4 n3yyaeMblX perMoHOB.

[ns TpaHCNOpPTUPOBKM MaTepua-
Jla Ha nccnegoBaHMe MCMNOb30BaNu
TEePMOKOPO6HLI C 3aMOPOXKEHHBIMU
XnaaosnemMeHTaMu. BoigeneHue,
MAeHTUUKALMIO BaKTeprabHbIX
M30/IITOB M onpeaesieHne UxX uyB-
CTBUTENbHOCTU K AMI1 npoBoauaun
B HE3aBUMCMMOM aKKpeaUTOBAH-
HOM na6opatopuu ®bYH THL MMb
(r. O6oneHck). YyBCTBUTENbHOCTb
K AMIT onpegensann merogom no-

cnenoBatesNibHbIX CEPUMHBIX pa3Be-
AeHun. Kareropmu yyBCTBUTENbBHOCTU
onpeaensisin Ha OCHOBAHMM Morpa-
HUYHbIX 3HAYEHUM MUHUMAbHO MO-
AaBNAOWMX KOHUeHTpauun (MIK).

Bcero 6b110 BblgeneHo U naeH-
TMUuMpoBaHo 656 6akTepmanb-
HbIX M30M5ITOB M3 06pa3LOB OT NaB-
WX Pa3HOBO3PACTHbLIX LbIMASAT-
6ponnepoB. Y BCex BblgeNeHHbIX
M30/19TOB NPOBEAEHO OnpeaesnieHne
YyBCTBUTEJIBHOCTU K 23 aHTUMUKPOG-
HbIM Npenaparam.

Ha ocHOBaHWW MONYyUYEHHbIX
3KCNePUMEHTASIbHBIX AaHHbIX 6bl/
npoBeAeH CTaTUCTUUECKMM aHaNun3
pacnpocTpaHeHHOCTU NATOreHOB
no BCeM 4 M3yyaeMblM permoHam,
Nno oTAesIbHOCTU U B COBOKYMHOCTU.
bbinn Tak>Xe naeHTMUUMPOBAHDI
npenaparbl, Haun6onee 3pPeKTUB-
Hble MPOTUB CaMbIX PACMNPOCTPaAHEH-
HbIX Cpeaun 06Ce0BaHHOrO NTULe-
NMOronoBbs MAaTOreHOB.

Pe3ynbrartbl HCCnefo0BaHUN
M Ux 06¢cyXkaeHume. MNpn nHtepnpe-
Tauum pesynbratoB no tOxxHomy pe-
rMoHy P® (puc. 1) B 100 o6pa3uax
nartmarepuana ot Ubinasr-6ponaepos
Hambosiee YacTo O6Hapy>XMBAEMbI-
MM NATOreHHbIMWU MUKPOOPTraHmn3-
Mamu 6blNn NpeacTtaBuTenn po-
poB Staphylococcus spp. — 24%; E.
coli—23%; Enterococcus spp.—15%,
a Takxxe BUA Pseudomonas aerugi-
nosa (12%) v pop Streptococcus spp.
(10%). MeHee pacnpocTpaHeHHbIMM
6binn BuAbl Klebsiella pneumonia
(5%), Bordetella avium (4%), Avibac-
terium paragallinarum (2%) n Myco-
plasma iowae (1%).

Mpu aHanmn3ze 363 o06pa3yos.,
AOCTaBNieHHbIX B labopaTtopuio
M3 ntnyecdabpuk LleHTpanbHoOro
pervoHa, yalie Bcero Bbigensnu E.
coli—35,8%; Enterococcus spp.—
21,5%; Staphylococcus spp.—17,6%
n Streptococcus spp.— 8,3%. B cy-
LLEeCTBEHHO MeHbLIMX KOJIMYecTBax



6b11n BblgeneHbl 6akTepun Pseu-
domonas aeruginosa - 3%; Myco-
plasma synovia — 3%; Bordetella
hinzii— 2,5%; Riemerella anatipes-
tifer — 2,2%; Klebsiella pneumo-
nia-1,4%; Avibacterium paragalli-
narum-1,7% v Clostridium perfin-
gens—1,1% (puc. 2).

Mo pernoHam Cubmnpwn u Ypa-
Nla B CNeKTpe MMKPOOPraHM3IMOB,
BblaeneHHbIX U3 193 o6pasuyos
(puc. 3), Beayuime no3numm 3a-
HuMmatoT E. coli— 28,5%; Staphylo-
coccus spp.— 26,4%; Enterococcus
spp.—18,1%, Streptococcus spp. —
15%; 3aBepluatot cnucok Mycoplas-
ma synoviae - 8,8% v Pseudomonas
aeruginosa—3,1%.

Mpn cyMMapHOM pacCMOTPeHUM
3TMOJIOTMYECKOM CTPYKTYpbl 3a60Jie-
BaHUM UbINNAT-6ponnepos nNo pe-
3ynbTataM aHanusa 656 mnsonsatos
0T 06pa3LoB narmarepuana U3 nNiu-
uedabpuk Bcex 4 permoHoB (puc. 4)
YCTaHOBJ/IEHO, YUTO HanboJsiee pacnpo-
CTpaHeHHbIMM naToreHamu 6poinne-
poB siBnstotcs E. coli—31,7%, Staph-
ylococcus spp.-21,2%, Enterococcus
spp.—19,5%, a Takxxe Streptococcus
spp.—10,5%; cpaBHUTENBHO HEBbICO-
Ka, HO BCe e CyLlecTBeHHa BCTpeya-
emMocTb Pseudomonas aeruginosa —
4,4% w Mycoplasma synoviae—4,3%,
a oCTanbHble 6akTepumn npeacraBe-
Hbl B @ AMHUUHbIX C/lydYasix.

MNpeactaBneHHble faHHbIe CO-
rnacytoTcs € AaHHbIMU APYroro Mo-
HUTOPUHIOBOTO UCC/IeOBAHMS Nat-
Marepwuasna oT LbInnaT-6ponnepos,
roe Hambonee pacnpocTpaHeH-
HbIMM natoreHamu 6binn E. coli
n Enterococcus spp. [2].

MaTtoreHHble ANS NTULUbI LWUTAMMBbI
E. coli (APEC) MmeloT reHbl BUPYNeHT-
HOCTW, KOTOpble OTBEYAIOT 32 UX
YCTOMUMBOCTb K psigy NPOTUBOMM-
KPOGHbIX Npenaparos. ITM 6akTepum
ABNAOTCA OCHOBHOM 3TMONOIMeENn
KonmbakTepmosa y Nimubl BO BCeM
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Puc. 3. lNpoueHTHOe COOTHOLIEeHMEe 6aKTepU, BblAeNIeHHbIX OT LbINAAT-6poinnepos,
BblpaLleHHbIX Ha NTUuedabprkax pernoHoB Cnbupu n Ypana (n=193)

M Enterococcus spp
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Puc. 4. CymmapHble pe3ynbTaTbl N0 BblAeN€HWUIO NAaTOreHOB M3 06pa3LoB natMarepuana
OT UbINAAT-6poiNepoB, 0TO6paHHbIX Ha NTULedabpmKax yeTbipex pernoHoB PP (n=656)

31,7

19,5
= Bordetella hinzii

= Enterococcusspp
= Mycoplasma sinoviae
= Riemerella an

= Streptococcus spp

Mupe [3]. OHM cNOCO6HbI BbI3BATh
BCMbIWKN MHEKLMN C NeTaNlbHbIM
ncxogom. Staphylococcus spp., Ko-
TOpble Tak>Ke 4acTo BblAeNAOT NpuU
pPa3INUHbBIX NATOJIOTUAX, MOTYT Bbl-
3bIBaTb B OpPraHM3mMe NTULbl MeCTHble
BOCMafieHMs TKaHel UInU MynbTUOp-
raHHble nopaxkeHus. Enterococcus
spp.— 6aKTepun, KOTopblie CNOCO6HbI
JIOKaNM30BaThCs B TPYAHOAOCTYMHbIX
ana AMI mecrax. B HacTosiLwee Bpe-
M$l CUMTAIOT, UTO 3TU 6AKTEPUM Bbi3bl-

BalOT, B YUaCTHOCTW, HEKPO3 FONTIOBKMU
6eapeHHON KoCcTu [4].

B cBf13M c 6onblION AONEN Bbiae-
NIeHUs OT NaBLUer NTULbl OCHOBHbIX
NaTtoreHoB M BO3MOXXHbIM HepaLmo-
Ha/ibHbIM NpuMeHeHnem AMII ecTb
BEPOSAITHOCTb LUMPKYNauun cpeamu
6ponnepoB yCTOMUMBLIX LUTAMMOB
3TUX MaToOreHoB.

Mpn n3yueHnn Nnpodunns YyBCTBU-
TeJIbHOCTU M30M9TOB, BblAeNE€HHbIX
M3 06pa3LI0B NaBLUeN NTULbI HA NTU-

MrmueBoacreo - N212-2023



MruueBoacreo - N212-2023

BETEPUHAPUSA
VETERINARY

250

208
200
150

1

=]
=]

71

I IM%M II I I I
24

12

. iii TI11AT ii

%
IS

2 & & o -
pe & ~x~ o.gl* & & *p* > & ‘n‘* & A °(p‘\ N .{5"% NP o° Q‘n“‘ R +c°° N
s Q»\\ °‘¥ 0\\ \’e oQ Q“o (y?"\ & O ¢°\\ S & é\‘b +cl‘ {\‘@‘“ S & & @\“‘ R «‘\\\7’
2
© o RPN QQ 0‘@" & @ @“ & x& ‘@v" o o A \@v‘“
S RN &
L) « c,°

HE. Coli

Puc. 5. MNpodunb uyBctBUTENbHOCTM K AMIT n3onsaTtoB E. coli, BbiaeneHHbIX M3 06pa3Los
OT UblNAsAT-6ponnepoB NTmuedabpuk Yetbipex pernoHos PP
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H Enterococcus spp

Puc. 6. MNpocunb uysctBUTENnbHOCTM K AMI M30na10B Enterococcus spp., BblAeNeHHbIX
13 06pa3LoB OT UbINNAT-6pornepoB nNtmuedabpuk yetbipex permoHos PP
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M Staphylococcus spp

Puc. 7. MNpocunb uyBctBUTeNbHOCTM K AMIT uonsatoB Staphylococcus spp., BblAeNeHHbIX
13 06pa3LoB OT UbINAAT-6poepoB NTULEethabpPUK yeTbipex pernoHos PP.

uedabpukax 4 permoHoB PP, k 23
aHTM6akTepuanbHbIM Npenaparam
yaenanu oco6oe BHMMAHMe npena-
patam ¢ HaM6o/bllen aKTMBHOCTbIO
NpPOTMB NaToreHOB, KOTOpble Han60o-
Jiee yacTo BblAeNSANCh OT UbINAsT-
6poinepos: E. coli, Enterococcus spp.,
Staphylococcus spp. v Streptococcus
Spp. YCTaHOBNEHbI Tak>Ke npenapartbl,

K KOTOPbIM 3TV MaTtoreHbl B TOM Uun
MHOWM Mepe YCTOMUMBBI.

Kak BMAHO M3 puc. 5, aHTMBaKTe-
puanbHble npenapatbl Tuouedyp®,
IHpodnoH®-K, MNynbmocon®, Konuk-
BMHON® XapaKTepu3yroTcs JOCTaTOUHO
BbICOKOM aKTMBHOCTbIO B OTHOLLEHUM
NpoTeCTMPOBAHHLIX M30N5TOB E. coli.
AKTMBHOCTb npenapata Tnouedyp®

6bl71a 0AMHAKOBa ¢ IHpodoH®-K
n KonnkeuHon®. OnpeaeneHHyto cre-
neHb YCTOMUMBOCTU U3onaThl E. coli
NpPOAEMOHCTPUPOBANM K Npenaparam
HOonnHk®, Conagokcmn® 500, Tepnen-
™mam® 45%, Tunmunyn® 1 TunaHuk®.

Kak nokazaHo Ha puc. 6, npenapa-
Tl JonnHK®, KnaBykcnumH®, Konuk-
BUHON®, ®nopukon® n KnuHaacnek-
TMH® NPOAEMOHCTPUPOBAJIN BbICOKYIO
AKTMBHOCTb B OTHOLLIEHMM Enterococcus
Spp., a onpeAeneHHy0 YCTOMUMBOCTb
JaHHble MaToreHbl BbIpaboTan K npe-
naparam TunaHmk®, ContotMctnH®, Ko-
nMMukcon®, HeoMULUMH.

M3 puc. 7 BUAHO, 4TO Yy M30N4-
T0B Staphylococcus spp. 6binn Bbl-
COKMe MoKasarenn YyBCTBUTENIbHOCTH
K npenaparam JonuHk®, CnenmnHk®
660, KnnHaacnektMH®, Konnkeu-
HON®, TMAUMKNNH®, a pe3nCTeHT-
HOCTb NatoreHa oTMeyeHa K npena-
pary Konumukcon®.

Kak noka3aHo Ha puc. 8, HaMboNb-
WY aKTUBHOCTb B OTHOLLUEHWUU U30-
NSaTOB Streptococcus spp. NPosBUNU
KonukeuHon®, NonnHk®, KnaBykcu-
unH®, KnnHpacnektmH® n CnenmHk®
660, a 6akTepmanbHas Pe3nCTEHTHOCTb
6bl1a oTMeyeHa 414 npenaparos Tu-
naHuk® n ContotuctnH®.

3aknwoueHme. Mmkpo6uono-
TMYEeCKUA MOHUTOPUHT, MPOBeAEH-
HbIM B 4 pernoHax PP, nokasan, uto
cpean UbINNAT-6ponnepoB Npeo6-
nagarowmnmm 6aKkTepmaMm npm nH-
dEeKUMOHHbIX NATONOTNAX ABNS-
totcst E. coli, Enterococcus spp.,
Staphylococcus spp. n Streptococ-
cus spp. Npun aHanuse npoduns
YyBCTBUTENIbHOCTKU K AMI1 66110
OTMeueHOo, uyto npenapar Konnkeu-
HON® 6bln Hanbornee aKTMBEH Mpo-
TUB BCEX BbllenepeymncsieHHbIX
KJIOUeBbIX 6aKTepPUN.

MpeacraBneHHble JaHHbIE O LMp-
Kynsumm 3TMONOTMYECKM 3HAYMMbIX
NatoreHOB M UX YyBCTBUTEJIbHOCTHU
K AMI1 9BNAOTCS CTAapTOBOM COCTaB-
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nawen ana paspaborkm paumo-
HaNbHOM CTpaTternm NPpUMeHeHus 32
aHTM6aKTepuanbHbIX Npenaparos ig 46 48 49
B NTULEBOACTBE 10
OnpegeneHne YyBCTBUTENBHOCTH ;2 14 17 —_rt 2oy 12 15
LMPKYNMPYIOLMX naToreHoB K AMI " i i ‘Y ,; i u W
MO3BOJIUT B 3HAUUTENIBHOM Mepe ov‘*&o‘bo@i O\i :&a«‘; *&vfiﬁ‘%“«&o q,:ai v “&@ o o“°’°§°l °\°§ ﬁ@‘*@@‘}\@i&x
YyNpPaBfifaTh PUCKAMU PA3BUTUSA aHTU- Q@o@ T g ofq“ "\@ &@G & e ¢ \L@Q’*@‘fi@‘&f@ oF < «*“\@ e
OGUOTUKOPE3UCTEHTHOCTU Y BaKTepun, &
KOTOpble Hanbonee yacto cnayxar 8 Streptococcus spp
NPUYMHON MHAEKLMOHHOIO Npo- Puc. 6. Mpodunb uyBctBUTeNnbHOCTM K AMIT n3onsatoB Enterococcus spp., BblAeNeHHbIX
13 06pa3LOB OT UbINNAT-6poinepoB nNTmuedabpuk Yetbipex pernoHoB PP
uecca y ubinasaT-6ponnepos.
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Research article

Starting the Management of the Risks of the Progress in Antimicrobial Drug Resistance
in Key Avian Pathogenic Bacteria

Olga A. Golubchikova, Svetlana G. Dorofeeva

VIC Group

Abstract. The decades of vast and irresponsible application of antimicrobial drugs (AMDs) in poultry production
have gradually resulted in the increasingly large range of pathogenic microbial species and strains genetically
resistant to certain AMDs. At present the development of any effective program of the prevention and therapy
of infectious diseases requires constant monitoring of the occurrence of pathogens on poultry farms and in the
entire regions and their sensitivity to commercially available AMDs. In the study presented the occurrence of
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pathogens in broilers in four regions of Russia (Central and South zones, Siberia, and Ural) and their sensitivity
to 23 different AMDs were monitored. Certain regional differences in the occurrence of pathogens were identi-
fied. Analysis of 656 microbial isolates found in the samples from these four regions evidenced that the most
abundant pathogens in broilers are E. coli (31.7% of isolates), Staphylococcus spp. (21.2%), Enterococcus spp.
(19.5%), Streptococcus spp. (10.5%); in certain species the occurrence was relatively low though still etiologically
important: Pseudomonas aeruginosa (4.4%), Mycoplasma synoviae (4.3%). The analysis of sensitivity revealed
the ranges of AMDs with high activity against these key pathogens and AMDs which these pathogens are re-
sistant to; only one preparation with significant activity against all key pathogens was identified (Coliquinol®).
These data on the regional circulation of etiologically important pathogens on broiler farms and their sensitiv-
ity to AMDs can serve as a starting background for the development of effective and responsible strategy of
application of AMDs in poultry production, and can contribute to the control of risks of the further progress in
pathogenic drug resistance.
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